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Genomic pathway of gut microbiome to predict efficacy of nivolumab in advanced gastric cancer:

DELIVER trial (JACCRO GC-08)
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Candidate biomarkers for nivolumab response
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» An exploratory analysis of genus showed that Odoribacter and Veillonella were associated with tumor response
to Nivo in both cohorts.
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Summary of results

* More diverse microbiome was observed in patients with non-PD
compared to patients with PD.

* There was no statistically significant pathway to be validated for a
primary endpoint under Bonferroni method, however, Bacterial
invasion of epithelial cells pathway in the KEGG pathway was
associated with clinical outcome of Nivo in both training cohort
(p=0.057) and validation cohort (p=0.014),

v'Upregulation of the pathway was related to PD at the first evaluation for Nivo
treatment.

» An exploratory analysis of genus showed that Odoribacter and
Veillonella were associated with tumor response to Nivo in both
cohorts.
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